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Peptide Sequences 



Reference 
Peptide No. 


Peptide No. 
In Figure 11 


Peptide Sequence 
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Lane I Peptide 8 at 13.3 fiM 


(Biotin-SGSGGRPRHQGVIMVGIVIGQK) 


Lane 2 Peptide 8 at 1.33 fiM 


(Biotin-SGSGGRPRHQGVMVGMGQK) 


Lane 3 Peptide 8.1 at 13.3 jxM 


(Biotin-SGSGARPRHQGVMVGIYIGQK) 


Lane 4 Peptide 8.2 at 13.3 


(Biotin-SGSGGAPRHQGVMVGMGQK) 


Lane 5 Peptide 8.3 at 13.3 jxM 


(Biotin-SGSGGRARHQGVMVGMGQK) 


Lane 6 Peptide 8.4 at 13.3 juM 


(Biotin-SGSGGRPAHQGVMVGMGQK) 


Lane 7 Peptide 8.5 at 13.3 nM 


(Biotin-SGSGGRPRAQGVMVGMGQK) 


Lane 8 Peptide 8.6 at 13.3 jaM 


(Biotin-SGSGAAAAAQGVMVGMGQK) 
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TABLE 2 

mouse beta actin - 15mer peptides with 5 residue overlap 
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GGGGGGP S I VHRKCF 
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Other peptides to include: 
76, KYSVWXGGSILASLS 

alpha helix in subdomain 1 of rabbit alpha ac tin- contains 
two hydrophobic residues accessible to solvent 
(residues S338 - S348) 

77 , PRHQGVMVGMGQKDS 

loop in subdomain 2 of rabbit alpha act in-major 
interaction site with DNase I 
(residues P38 - S52) 

7 8 , IVLDSGDGVTHNVPI 

beta stands in subdomain 3 of rabbit alpha actin 
(residues G150 - Y166) 

79, LVCDNGSGLVKAGFA 
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analagous beta strand motif in subdomain 1 of rabbit 
alpha actin 
(residues L8 - F21) 

80, LFQPSFIGMESAGIH 

loop in subdomain 4 of rabbit alpha actin-involved in 
contact across helix axis in F-actin 
(residues F262 - L274) 

81, TTAERE IVRDIKEKL 

Alpha helix in subdomain 4 of rabbit alpha actin-minor 
interaction site with DNase I 
(residues T203 - L216) 

82, YVGDE AQSKRG I LTL 

beta alpha beta unit in subdomain 2 of rabbit alpha 
actin-minor interaction site with DNase 1/ 
hexokinase-like unit 
(residues K61 - L65) 

83, VMSGGTTMYPGIADR 

loop in subdomain 3 of rabbit alpha actin-forms pocket 
for adenine base of nucleotide 
(residues 3300 -1309) 

84, KIKIIAPPERKYSVW 

beta strand and loop in subdomain 3 of rabbit alpha 
actin-forms pocket for adenine base of nucleotide 
(residues K328 - S338) 

85, GFAGDD APRAVFPS I 

loop in subdomain 1 of rabbit alpha actin-central contact 
region of myosin on *flat' side of actin 
(residues F21 - P32) 

86, YNELRVAPEEHPTLL 

loop in subdomain 1 of rabbit alpha actin-contact region 
of myosin on *f lat' side of actin 
(residues N92 - T103) 

87, TFQQMWI TKQE YDEA 

alpha helices in subdomain 1 of rabbit alpha actin-bind 
myosin chains 
(residues S348 - A365) 
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88, DEDETTALVCDNGSG 

N-terminal 15 residues of rabbit alpha act in- important in 
binding myosin 
(residues Dl - G15) 

89, EYDEAGPS IVHRKCF 

C-terminal 15 residues of rabbit alpha actin 
(residues E361 - F375) 

90, SKQEYDESGPSIVHR 

truncated C- terminus of mouse beta actin 
(reidues S358 - R372) 

9 1 , ILTERGYSFVTTAER 

loop in subdomain 4 of rabbit alpha actin-analagous to 
DNase I -binding loop in subdomain 2 
(residues T194 - T203) 

92, AUDFENEMATAAS S S 

alpha helix flanked by loops in subdomain 4 of rabbit 

alpha actin 

(residues F223 - A230) 

93, WDDMEKIWHHTFYNE 

alpha helix in subdomain 1 of rabbit alpha actin 
(residues W79 - N92) 

94, +ve control for 91a = STDLVAKLRAFHNEA 
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